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LOCUS AJ697885 1747 bp mRNA linear MAM 14-NOV-
2006

DEFINITION Sus scrofa mRNA for cytochrome p450 2E1 (CYP2El gene).
ACCESSION AJ697885

VERSION AJ697885.1 GI:51465031
KEYWORDS CYP2E1l gene; cytochrome p450 2E1.
SOURCE Sus scrofa (pig)

ORGANISM Sus scrofa
Eukaryota; Metazoa; Chordata; Craniata; Vertebrata;
Euteleostomi;
Mammalia; Eutheria; Laurasiatheria; Cetartiodactyla; Suina;
Suidae;
Sus.
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its
association with skatole levels in the domestic pig
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PUBMED 16167985
REFERENCE 2 (bases 1 to 1747)
AUTHORS Doran, E.
TITLE Direct Submission
JOURNAL Submitted (20-APR-2004) Doran E., Department of Clinical
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/organism="Sus scrofa"
/mol type="mRNA"
/db xref="taxon:9823"

/chromosome="14"

gene 1..1747
/gene="CYP2E1"
CDS 30..1517

/gene="CYP2E1"

/codon_start=1
/product="cytochrome p450 2E1"
/protein 1d="CAG27006.1"

/db xref="GI:51465032"
/db_xref="GOA:08S064"
/db_xref="HSSP:1DT6"
/db_xref="InterPro:IPR001128"
/db_xref="InterPro:IPR002401"
/db_xref="InterPro:IPR0O080O70"
/db_xref="InterPro:IPR017972"
/db_xref="UniProtKB/TrEMBL:Q085064"

/translation="MTALGITVALLVWLVTLLLISIWKHIHSSWKLPPGPFPLPIVGN

IFQLDLKNIPKSFTMLAERYGPVEFTVYLGSRRIVVLHGYKAVKEVLLHYKNEFSGRGE

IPTFQVHKDKGVIFNNGPTWRDTRRESLTTLRDFGMGKQGNEQRIQREAHFLLEALRK

THGQPFDPTFLIGCAPCNVISDILFROHFDYNDKTCLRLMSMENENFYLLSTGWIQLY

NNEFSGYLRYLPGSHRKLMKNISEIKDYALERVKDHRDSLEPSCPRDFTDTLLMEMEKE

KYSAEPIYTLDNIAVTVADMFFAGTETTSTTLRYGLLILMKYPEVEEKLHEEIDRVIG

PNRIPAIKDRLDMPYLDAVVHEIQRFIDLIPSNLPHEATRDTVFRDYIIPKGTVVIPT

LDSVLYDSQEFPEPEKFKPEHFLNENGKEFKYSDHFKAFSAGKRVCVGEGLARMELFLE
MAATILQHFNLKSLVDPKDIDLSPIAIGFAKIPPHYKLCVIPRSQV"

variation 665
/gene="CYP2E1"
/note="SNpP"

/replace="t"

variation 1452
/gene="CYP2E1"
/note="SNpP"

/replace="a"
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