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LOCUS AJ697882 3606 bp DNA linear MAM 14-NOV-

2006

DEFINITION Sus scrofa partial CYP2El gene for cytochrome p450 2E1l, partial
promoter, exon 1 and partial CDS.

ACCESSION AJ697882

VERSION AJ697882.1 GI:51465025
KEYWORDS CYP2E1l gene; cytochrome p450 2E1.
SOURCE Sus scrofa (pig)

ORGANISM Sus scrofa
Eukaryota; Metazoa; Chordata; Craniata; Vertebrata;
Euteleostomi;
Mammalia; Eutheria; Laurasiatheria; Cetartiodactyla; Suina;
Suidae;
Sus.
REFERENCE 1
AUTHORS Skinner,T.M., Doran,E., McGivan,J.D., Archibald,A.L. and
Haley,C.S.
TITLE Mapping of pig CYP2El to SSC14
JOURNAL Unpublished
REFERENCE 2 (bases 1 to 3606)
AUTHORS Skinner, T.M.
TITLE Direct Submission
JOURNAL Submitted (20-APR-2004) Skinner T.M., Genomics and Genetics,

Roslin
Institute, Midlothian, EH25 9PS, UNITED KINGDOM
FEATURES Location/Qualifiers
source 1..3606

/organism="Sus scrofa"
/mol type="genomic DNA"
/db xref="taxon:9823"
/chromosome="14"
/clone="343104"

/clone 1ib="RPCI-44"
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/product="cytochrome p450 2E1"
/protein id="CAG27003.1"

/db xref="GI:51465026"

/db_xref="GOA:Q68VBA4"
/db xref="InterPro:IPR001128"
/db xref="InterPro:IPR008070"
/db xref="UniProtKB/TrEMBL:Q68VB4"

/translation="MTALGITVALLVWLVTLLLISIWKHIHSSWKLPPGPFPLPIVGN
IFQLDLKNIPKSEFTM"
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