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LOCUS       AJ697882                3606 bp    DNA     linear   MAM 14-NOV-

2006 

DEFINITION  Sus scrofa partial CYP2E1 gene for cytochrome p450 2E1, partial 

            promoter, exon 1 and partial CDS. 

ACCESSION   AJ697882 

VERSION     AJ697882.1  GI:51465025 

KEYWORDS    CYP2E1 gene; cytochrome p450 2E1. 

SOURCE      Sus scrofa (pig) 

  ORGANISM  Sus scrofa 

            Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; 

Euteleostomi; 

            Mammalia; Eutheria; Laurasiatheria; Cetartiodactyla; Suina; 

Suidae; 

            Sus. 

REFERENCE   1 

  AUTHORS   Skinner,T.M., Doran,E., McGivan,J.D., Archibald,A.L. and 

Haley,C.S. 

  TITLE     Mapping of pig CYP2E1 to SSC14 

  JOURNAL   Unpublished 

REFERENCE   2  (bases 1 to 3606) 

  AUTHORS   Skinner,T.M. 

  TITLE     Direct Submission 

  JOURNAL   Submitted (20-APR-2004) Skinner T.M., Genomics and Genetics, 

Roslin 

            Institute, Midlothian, EH25 9PS, UNITED KINGDOM 

FEATURES             Location/Qualifiers 

     source          1..3606 

                     /organism="Sus scrofa" 

                     /mol_type="genomic DNA" 

                     /db_xref="taxon:9823" 

                     /chromosome="14" 

                     /clone="343I04" 

                     /clone_lib="RPCI-44" 
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     variation       1956 

                     /note="SNP" 

                     /replace="c" 

     variation       2108 

                     /note="SNP" 

                     /replace="g" 

     variation       2115 

                     /note="SNP" 

                     /replace="t" 

     variation       2412 

                     /note="SNP" 

                     /replace="t" 

     gene            2969..>3606 

                     /gene="CYP2E1" 

     mRNA            2969..>3174 

                     /gene="CYP2E1" 

     exon            2969..3174 

                     /gene="CYP2E1" 

                     /number=1 

     CDS             2998..>3174 

                     /gene="CYP2E1" 

                     /codon_start=1 

                     /product="cytochrome p450 2E1" 

                     /protein_id="CAG27003.1" 

                     /db_xref="GI:51465026" 

                     /db_xref="GOA:Q68VB4" 

                     /db_xref="InterPro:IPR001128" 

                     /db_xref="InterPro:IPR008070" 

                     /db_xref="UniProtKB/TrEMBL:Q68VB4" 

                     

/translation="MTALGITVALLVWLVTLLLISIWKHIHSSWKLPPGPFPLPIVGN 

                     IFQLDLKNIPKSFTM" 

     intron          3175..>3606 

                     /gene="CYP2E1" 

                     /number=1 

ORIGIN       

        1 ctcgcggaga gataagagga cacatgcatg aaatccccgg tccctttgat gtgaaacact 

       61 ttgttcctgg gccaagctga ctgtcccttt ggacactggg aagttgtgtg ttctctgcta 

      121 ttgtttactt gggatagatt tttggctttt atcaaggtca tcctttttgg cccagagtgc 

      181 attaaatgtt acacacaaac ctgcctaggt ttctatctgg gtgttctcaa ccttttacta 

      241 tatagagtat gaggggattt ccagcagagc attcttaaat caaccctcca tccgcaaaac 

      301 agccccaaat ggattgtaca cttgagaaaa agcctcaaag ttaagtcttt gtgacctcag 

      361 attaggcaat gatttcttag atacaaacca aagcaaaaat gacaatggaa aaaaacagat 

      421 caattggact tcatcaaaat ttgaaccgtg tgtgcttcag ggaatatcac tgaggatgca 
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      481 aaaggacagc ccgcaggata ggaggaaata cctgcaagtt ctatatctga taggaacttg 

      541 tacccagaat aaccatttgg atgcaacttc tctgaaacaa gtttccttag agttgtctaa 

      601 gtccatggtt tccctacaca atattccccc tgtattgtta aaaagccttg caggaagctt 

      661 ttaaaaagag gtttctgctg ttctcccagg actttatttc aagttactgc cactaattct 

      721 accagtgttg aaggtagccc ttccctggac acctggacag gggaacttgt ttcaggtaca 

      781 ctttaaccaa gatacttgtt tacatctgct tttgaaatgt gtgcccagga atgattcaga 

      841 gtcaaagtaa gagcagaaga aatctttcat aaggtataaa ataaaaatca gaaatttaaa 

      901 aaaaaggaag tgttagattg ggttattgtt acaaggagca tgtcttactt tcctaattga 

      961 gacgatcttt ccaatctttc taaacaattg tttaacttcg gtaaggcctt tccataatat 

     1021 tctaccagtg cattctctca aaatttgtaa gtccagataa ttatctgaca atttaaattt 

     1081 tcctgacaat agagaaagat agaattccaa tagtttctag agttagcaca attcttatag 

     1141 aacataataa aacatacgaa tctgaagccc aattttacct atagatatag gtgcaaagct 

     1201 actaccaagg cttcattcca cagccttcta aaggcaggaa cagatgtctt tcaaaagtaa 

     1261 gtgcttgaaa atgtcattac ttccaaaaga tcctgccttt agaatttgtt gtcatttggc 

     1321 cattcaacgg cattttcaca gaggacctgg agtagcggga ctcagcccca gaccacagcg 

     1381 gcatccctgg gaaagtccag gccaaccngc acccaccctc gaacccctcc acggggtgca 

     1441 catgttcaga taagttgcca gatgtacgta ttctcggccg gtgggaacca ggggccctgc 

     1501 tctgcctcac acacatcctg tcctcacgcc caccaatcag ggcttgaatt ggagccccag 

     1561 ggaaagctga ctctgcccat ccctccagcc ccagcaggag agacaaacca aagcaagact 

     1621 tgctgcatgg acccaggtgt ctgtctggca ggcctggcag ggcagaatag gagggcagag 

     1681 gggtcaaggt ggctcgatct ctctcctgga aatgggtcct gcccccctgg cagccactag 

     1741 aaaggaaaca caagagcaca agtaactctg cagagcctgc tgcccactag cacatgaggc 

     1801 acaaaacggg cccgaaaccc ctgccaggtc aatgcccctt catacccagg agagttaagt 

     1861 cagacatcag taatggggct gcatttctaa accaagagca atcgagggcc tgccacattg 

     1921 ctaaaaaact ggaagggaaa gtgggttaga atgcagggtg tggaacgaag ccttggtttt 

     1981 atataagtaa cagttcaaaa ggtgattttt gttcttttct tcatattttg tattcaacga 

     2041 tgcattacca tataaatgta taaaattaca acctagaaat taagatcttc cctatgtcac 

     2101 aactagaaga caaaatgaaa ctgcagacat cctgtaaaaa tctctgcaaa gtccccagaa 

     2161 acaacctaac agaaaggtga atgtaaatag tttggagctc ttattttaaa tgagaatgtc 

     2221 cacacacatt agcacagatt taaacaaaca cagttaaaat actaattttt tttttagaat 

     2281 ttgacaaaat gactctaaac agtaattatc ccttaatttt ctacagtaaa aatataccct 

     2341 tttttggtag taatcagaga tgaacttttt tgaaatttgt caactctttt cctttctctt 

     2401 ttcctccccc actgaatttg ccagttgatt tcccaaagtg gagtgaaatt cagatactga 

     2461 atttcccttc tctggcccat gaggctggct gctgatgact cagtaccact ggggttgctc 

     2521 agacagacct gctcggaggc tgagagttgc accaggagat ggagcaagac ggtcggcaca 

     2581 tcattgatgt cgccttacat aaatcctacc ccaaacaaac ccatgtaaat atgaccttct 

     2641 tgtccaacca aggtaaagga gaggacagtt ccccacccta tgttctgacc tctgggttgg 

     2701 tggagctaaa ctggatgaca tgttttactg acattggtgc aggtgtcagc agccagtgtt 

     2761 ggcagagccc aggctagagg aagtgagtgt ctggatggag ttctaagggg taaccgcctc 

     2821 agggatcagc ctttgaactg atagccaaca gcagctaata ataaacctat atcttgggct 

     2881 ggaggaaaag gaaggtggca ttggttggct ggtcaccctc cttctcaagg atgcattata 

     2941 aaaggctgcc tctccacagg agcatctcca cacattgaaa gatcccctga aggagccatg 

     3001 actgccctgg gcatcacggt ggccctgctg gtgtggttgg tcaccctgct gctcatctcc 

     3061 atctggaagc acatccacag tagctggaaa cttccccctg gccctttccc actgcccatc 



     3121 gttgggaaca ttttccagtt ggaccttaag aatattccca aatccttcac catggtaaga 

     3181 gaaatattgt ttctgtgggg taggagaatt ccagaattag atgtaaaatg tgtccattca 

     3241 actcgggcaa tttgctattc aataagatct tattatgaat taactaaatt agcagtagca 

     3301 tccaagtgtg atattcaaaa tatttagcta gtggtacagc ttgggcatgg agcgttggcc 

     3361 atggctggcc tggaggcccc tcttgagcaa agtgttaact gccttgtcat tgggaggcat 

     3421 gggcaggcca gtgtggctgc tgccgtttgc cactgagatg caaggagaga cacgcatgga 

     3481 ctccaggagc acactggctg ggtccaacct agagctttct gtaggtgcca acgaacagga 

     3541 tgaaaagtga agtgttgacc agcccacctg gtacctcaca gtagactgtt gtgaaccgtg 

     3601 aatgag 


